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The bor-on the ring : A boryl group
can be selectively introduced at steri-
cally uncongested positions in the aryl
groups of porphyrin substrates whose
peripheral b-positions are sterically
hindered. This method can be applied
to a variety of monomeric and oligo-
meric functional porphyrins, hence of-
fering an efficient route to elaborate
multiporphyrin-based molecular con-
structs. pinB=pinacolboryl.

Amyloid b-Peptide
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Embedding the Amyloid b-Peptide
Sequence in Green Fluorescent
Protein Inhibits Ab Oligomerization
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Against a green background. We have
embedded the amyloid b-peptide (Ab)
sequence into the green fluorescent
protein (GFP) structure to generate a
pseudo-Ab surface on the b-barrel (see
figure); this construct was highly active
in inhibiting Ab oligomerization. One
GFP variant (P13H), which mimicked
the parallel b sheets of Ab, was found
to bind Ab with high affinity and in-
hibit Ab oligomerization, even though
the concentration of P13H was lower
than that of Ab.

Graft Polymerization
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Robust, Biomimetic Polymer Brush
Layers Grown Directly from a Planar
Mica Surface
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Robust polymer brushes are grown
from a planar mica surface (see figure)
using atom-transfer radical polymeriza-
tion. The brushes are characterized by
X-ray photoelectron spectroscopy, X-
ray reflectometry, atomic force micro-
scopy, optical interferometry, and sur-
face forces.

Inhibitor Design
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The overlapping substrate selectivities
of promiscuous metabolic enzymes
such as UGTs make the design of se-
lective inhibitors difficult. The results
of this study indicate that the phenyl-
substituted longifolol derivate (shown)
is a potent and selective inhibitor of
UGT2B7, the key enzyme involved in
drug glucuronidation. The tricyclic
framework is presumably responsible
for isoform selectivity, the phenyl
group prevents glucuronidation of the
hydroxy group, which itself promotes
solubility.

SPOTLIGHTS ...

3148  2007 Wiley-VCH Verlag GmbH & Co. KGaA, Weinheim www.eurjic.org Eur. J. Inorg. Chem. 2007, 3148�3149



Asymmetric Catalysis
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H. Wadepohl, L. H. Gade*

Using a Tripod as a Chiral Chelating
Ligand: Chemical Exchange Between
Equivalent Molecular Structures in
Palladium Catalysis with
1,1,1-Tris(oxazolinyl)ethane (“Trisox”)

Chem. Eur. J.
DOI: 10.1002/chem.200700307

Dynamic exchange between three sym-
metry-equivalent binding sites is ob-
served for precatalysts of allylic alkyla-
tions (see scheme). The third ligating
unit in the C3-chiral stereodirecting li-
gands leads to superior catalyst per-
formance compared to the bisoxazo-
line analogues.

Asymmetric Catalysis

Z.-L. Lu, E. Neumann, A. Pfaltz*

Asymmetric Catalytic Intramolecular
Pauson–Khand Reactions with
IrACHTUNGTRENNUNG(phox) Catalysts

Eur. J. Org. Chem.
DOI: 10.1002/ejoc.200700330

Iridium complexes derived from chiral
phosphane–oxazolines (phox ligands)
are efficient catalysts for intramolecu-
lar Pauson–Khand reactions. Under
optimized conditions high yields and
enantioselectivities of > 90% ee were

obtained with 2 mol-% of catalyst. The
influence of the CO pressure and the
anion were studied. The structure of a
dicarbonylACHTUNGTRENNUNG(phox)iridium complex was
determined by X-ray analysis.

Tryptophan Fluorescence
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The Emitting State of Tryptophan in
Proteins with Highly Blue-Shifted
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Kind of blue : Tryptophan residues em-
bedded in rigid and hydrophobic pro-
tein matrices, like azurin and domain 1
of a transhydrogenase (dI), yield blue-
shifted emission spectra with vibration-
al fine structure. These features are
typical for emission from the 1Lb state
of indole, and not the 1La state. Never-
theless, these proteins are found to
emit from 1La, except for a mutant of
domain 1 (dI.M97V), which features
the most blue-shifted protein emission
ever reported.
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